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1/1 31/11 

ATr GCT GGA CCT GAG TOG CTG CTA GAC CGT CCA TCT GTC AAC AAC AGC CAA TTA GTT GIT 
ile ala. gly pro glu.trp:l<?u leu asp arg pro ser Val asn asn ser gin leu val val 
61/21 ^1/31 

AGO GTT GCT OCT A<pT GIT GAG GGG ACG AAT CAA GAC ATT AGT CTT AAA TTT TIT CAA ATC 
ser val ala gly thr val glu gly thr *sn gin -asp ile ser leu lys phe phe glu ile 
121/41*. 151/51 . 

■GAT CTA ACA TCA CGA CCT GCT CAT GGA GGA AAG ACA GAG CAA GGC TTA AGT CCA AAA TCA 
esp leu thr ser arg-. pro ala Hie gly gly lys thr glu gin gly leu ser pro lys ser 
181/61 211/71 

AAA CCA TIT GCT ACT GAT AGT GGC GCG ATC TCA CAT AAA CTT GAG AAA CCT GAC TTA CTA 
lye pro phe. ala thr asp e'er, gly ala met ser his lys leu glu lys ala asp leu leu 
241/8* 271/91 

AAG GCT. ATT CAA GAA CAA TTG Alt GCT AAC GTC CAC AGT AAC GAC GAC TAC TTT GAG GTC 
lys ala ile gin glu gin leu lie ala asn val his ser asn asp asp tyr phe glu val 
301/101- 331/111 

ATT GAT TTT QCA AGC QAT ..GCA ACC ATT ACT GAT CGA AAC GGC AAG GTC TAC TIT GCT GAC 
ile asp phe ala ser asp. ala. thr ile thr asp. arg asn gly lys val tyr phe ala asp 
361/121 391/131 

AAA CAT GOT TCG GtTA ACC TIG CCG ACC CAA CCT GTC CAA GAA TTT TTG CTA AGC GGA CAT 
lys asp . gly ser val. thr leu pro thr gin pro val gin glu phe leu leu ser gly his 
421/141 451/151 

GTC CGC GTT AGA CCA TAT AAA GAA AAA CCA ATA CAA AAC CAA GCG AAA TCT GTT GAT GTC 
val arg val arg pro. tyr lys. glu lys pro ile gin asn gin ala lys ser val asp val 
481/161 .. 511/171 
. GAA TAT ACT GTA CAG TIT ACT CCC TTA AAC CCT GAT GAC GAT TTC AGA CCA GGT CTC AAA 
glu tyr thr val gin. phe '. thr pro leu asn pro asp asp asp phe arg pro gly leu lys 
541/181 • 571/191 

■ GAT ACT. AAG CTA TTC. AAA ACA CTA GCT ATC GGT GAC ACC ATC ACA TCT CAA GAA TTA CTA 
asp thr iys leu leu lys fchir leu ala ile gly asp thr ile thr ser gin glu leu leu 
$01/201. ■ 631/211 

GCT CAA GCA CAA AGC ATT TTA AAC AAA AAC CAC CCA GGC TAT ACG ATT TAT GAA CGT GAC 
ala gin ala gin set ile leu asn lys asn his pro gly tyr thr ile tyr glu arg asp 
661/221 691/231 

TCC TCA ATC GTC ACT ' CAT GAC AAT GAC ATT TTC CGT ACG ATT TTA CCA ATC GAT CAA GAG 
ser ser ile ^al thr . his cUp asn asp ile phe arg thr lie leu pro met asp gin glu 
721/241 ' 751/251 

: rrr act Tac cgt gtt aaa aat cgg gaa caa gct tat agg atc aat aaa aaa tct ggt ctg 

■phe. thr tyr arg val- lys- asn arg glu gin ala tyr arg ile asn lys lys ser gly leu 
781/241 BIX/271 

AAT GAA' GAA ATA AAC AAC ACT GAC CTO ATC TCT GAG AAA TAT TAC GTC CTT AAA AAA GGG 
asn gJL» gXu ile asn asn thr asp leu ile ser glu lys tyr tyr val leu lys lys gly 
•841/281 871/291 

GAA AAG CCG TAT GAT. CCC TIT GAT CGC AGT CAC TTC AAA CTG TTC ACC ATC AAA TAC GTT 
glu lys pro tyr a$ip pro phe asp arg ser his leu lys leu phe thr ije lys tyr val 

■ 901/3O1 931/311 

GAT GTC GAT ACC AAC GAA . TTC CTA AAA AGT GAG CAC CTC OTA ACA GCT AGC GAA CGT AAC 
aKp i^al asp thr- asp n glu leu leu lys sor glu gin leu leu thr ala ser glu arg asn 
961/351 " 991/331 

' TTA GAC. TIC AGA GAT TTA TAC GAT CCT CGT* GAT AAG GCT AAA CTA CTC TAC AAC AAT CTC 
leu asp phe'arg a!sp leu tyr asp pro arg asp lys ala lys leu leu tyr asn asm leu 
1021/341 • 1051/351 

CAT GCT TTT GOT ATT ATG GAC TAT ACC TTA ACT GGA AAA GTA GAG GAT AAT CAC GAI GAC 
asp ala' phe gly lie met asp tyr thr leu thr gly lys val glu asp asn his asp asp 
1G8J./3.61 1111/371 

ACC AAC CGT ATC ATA ACC . t?TT TAT ATG GGC AAG CGA CCC GAA GGA GAG AAT GCT AGO TAT 
thr asn- arg ile lie thr val tyr met gly lys arg pro glu gly glu asn ala ser tyr 
1141/381 1171/391 

CAT TTA GCC TAT CAT AAA GAT CGT TAT ACC GAA GAA GAA CGA GAA GTT TAC ACC TAC CTC 

his leu. ala . tyr aisp lys £sp erg tyr thr glu glu glu arg glu val tyr ser tyr leu 

1201 /40i. * 1231/411 

CGT TAT ACA GOG ACA OCT . ATA CCT GAT AAC CCT AAC CAC AAA TAA 

arg tyr thr gly thr pro- ile pro asp asn pro asn asp lys OCH 
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694 Spl I 
676 Msl I 

533 BsmAl 
532 Eco31 I 
528 Sex A I 
417 Nsp I .675 BspHI 
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94 PshAI 417 All Ml 658 Pie I 

87 T1! I 372 BMG II . 633 Sec I 
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7ASU I 138 BslY I 3tOMWol 489 Bsp1407 I 749 HinD III 966 EcoS7 I 1153B$aBI 

l » "I / l . 11 M H LJ II 111 , 1 1 1 1 ' I ' ' 1 



SK.0NA : 1245 ba$o pairs Unique Sites 



96 "d 



9068£t7SiT9T00 01 



dbQUS *8 NdddWn>i WOdd T£:BT GGSX-33a-^^ 



22-DEC-1999 18=23 FROM KUMARAN a SAGAR TO 0016175428906 P. 71 




22-DEC-1999 18=23 FROM KUMARAN & SAGAR 



TO 0016175428906 




1/1 - 31/u. 

CAC GCT CAG CAA ATC GTT CAG CCC CAC TCC CCG GTC GCT GTC ACT CAA AGC MQ CCC GGT 
gin ala gin gin met val gin pro gin ser pro val ala val enr gin ear lys pro gly 
61/21 91/31 

TCT TAT GAC AAT GGA AAA CAC TAT CAG ATA AAT CAA CAG ICG GAG CGG ACC TAC CTA GGT 
cys tyr asp asn gly lys his tyr gin ile asrt gin gin trp glu arg thr tyr leu gly 
121/41 151/51 

AAT GIG TIC GTT TCT ACT TCT TAT GGA GGA AGC CGA GGT ITT AAC TGC GAA ACT AAA CCT ' 
asn val leu val cys thr cys tyr gly gly ser arg gly ph* asn eye glu ser lys 
181/61 211/71 

GAA GCT GAA GAG ACT TGC TIT GAC AAG TAC ACT GGG AAC ACT TAC CGA GTG GGT GAC ACT 
glu ala glu glu chr cys ph© asp lys tyr thx gly asn thr tyr arg val gly asp thr 
241/81 271/91 

TAT GAG CGT CCT AAA GAC TCC ATG ATC TGC GAC TCT ACC TGC ATC GGG OCT GGG CGA GCC 
tyr glu arg pro lys asp ser met ile trp asp cys thr cys ile gly ala gly arg gly 
301/101 331/111 

AGA ATA AGC TCT ACC ATC GCA AAC CGC TGC CAT GAA GGG GGT CAG TCC TAC AAG ATT GGT 
arg ile ser cys chr ile ala asn arg cys his glu gly gly gin ser . tyr lys ile gly 
361/121 391/131 

GAC ACC TGG AGG AGA CCA CAT GAG ACT GGT GGT TAC ATG 1TA GAG TCT GTC TOT CTT GGT 
asp thr trp arg arg pro his glu thr gly gly tyr met leu glu cys val cys leu gly 
421/141 451/151 

AAT GGA AAA GGA GAA TOG ACC TGC AAG CCC ATA GCT GAG AAG TCT TTT GAT CAT GCT? GCT 
asn gly lys gly glu trp thr cys lys pro ile ala glu lys cys phra asp his *la ala 
461/161 511/171 

GGG ACT TCC TAT GTC GTC GGA GAA ACG TOG GAG AAG CCC TAC CAA GGC TCG AlG ATG GTA 
gly thr ser tyr val val gly glu thr trp glu lys pro tyr gin gly trp wet. met val 
541/1B1 571/191 

GAT TCT ACT TCC CTG GGA GAA GGC AGC GGA CGC ATC ACT TCC ACT TCT AGA AAT AGA TCC 
asp cys thr cys leu gly glu gly ser gly arg lie thr cys thr ser arg asn arg cys 
601/201 631/211 

AAC GAT CAG GAC AGA AGG ACA TCC TAT AGA ATT GGA GAC ACC TCG AGC AAG AAG GAT . AAT 
asn asp gin asp thr arg thr ser tyr arg lie gly asp thr trp ser lys lys asp asn . 
661/221 691/231 

CGA GGA AAC CTC CTC CAG TCC ATC TCC ACA GGC AAC GGC CGA GGA GAG TOG AAG TOT GAG 
arg gly asn leu leu gin cys ile cys chr gly asn gly arg gly glu trp lys cys glu 
721/2^1 751/251 

AGG CAC ACC TCT GTC CAG ACC ACA TCG AGC GGA TCT GGC CCC TIC ACC GAT GTT CCT . 
arg his thr ser val gin thr thr ser ser gly ser gly pro phe thr . asp val arg 
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10 



20 



40:: 



50 



GCACCCGTGC CCAGGACCCA ACGCTGCCCG AGATCTCGAT CCCGCGAAAT 

51 TAATACGACT CACTATAGGG AGACCACAAC GGTTTCCGTC : TAGAAATAAT 

101 TTTGTTTAAC TTTAAGAAGG AGATATACCA TGATTGCTGG ACCTGAGTGG 

151 CTGCTAGACC GTCCATCTGT CAACAACAGC CAATTGGTTG TTAGCGTTGC 

201 TGGTACTGTT GAGGGGACGA ATCAAGACAT TAGTCTTAAA I n I i iCAAA 

251 TCGATCTAAC ATCACGACCT GCTCATGGAG GAAAGACAGA GCAAGGCTTA 

301 agtccaaaat caaaaccatt tgctactgat agtggcgcga; TGTCACATAa 

351 acttgagaaa gctgacttac taaaggctat tcaagaacaa ttgatcgcta 

401 ACGTCCACAG taacgacgac tactttgagg tcattgattt tgcaagcgat 

451 gcaaccatta ctgatcgaaa cggcaaggtc tact ttgctg acaaaoatgg 

501 ttcggtaacc ttgccgaccc aacctgtcca agaatttttg ctaagcggac 

551 ATGTGCGCGT TAGACCATAT AAAGAAAAAC CAATACAAAA CCAAGCGAA.^ 

601 TCTGTTGATG TGGAATATAC TGTACAGTTT ACTCCCTTAa ACCCTGATGA- 

651 CGATTTCAGA CCAGGTCTCA AAGATACTAA GCTATTGAAA ; ACACTAGCTA 

701 TCGGTGACAC CATCACATCT CAAGAATTAC TAGCTCAAGC ACAAAGCATT 

751 TTAAACAAAA ACCACCCAGG CTaTACGATT TATGAACGTG ACTCCTCAAT 

801 CGTCACTCAT GACAATGACA TTTTCCGTAC GATTTTACGA ATGGATCAAG 

851 AGTTTACTTA CCGTGTTAAA AATCGGGAAC AAGCTTATAG GATCAATAAA 

901 AAATCTGGTC TGAATGAAGA AATAAAGAAC ACTGACCTGA TCTCTGAGAA 

951 atattacgtc cttaaaaaag gggaaaagcc gtatgatccc: TTTGATCGCA 

1001 GTCACTTGAA ACTGTTCACC ATCAAATACG TrGATGTCGA TACCAACGAA 

1051 TTGCTAAAAA gtgagcagct cttaacagct agcgaacgta acttagactt 

1101 cagagattta tacgatcctc gtgataaggc taaactactc tacaagaaic 

1151 tcgatgcttt tggtattatg gactatacct taactggaaa agtAgaggat 

1201 AATCACGATG acaccaaccg tatcataacc GTTTATATGG gcaagcgacc 

1251 CGAAGGAGAG AATGCTAGCT ATCATTTTAGC CTATGATAAA GATCGTTAtA 

1301 CCGAAGAAGA acgagaagtt tacagctacc TGCGTTATA.C agggAcacct 

1351 ATACCTGATA accctaacga caaataa 
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10 20 30 .40 ' ;so 

TAATACGACT CACTATAGGG AGACCACAAC GGTTTCCCTC TAGAAATAAT 

51 TTTGTTTAAC TTTAAGAAGG AGATATACCA TGATAGCTGG TCCTGAATGG 

101 CTACTAGATC GTCCTTCTGT AAATAACAGC CAATTGGTTG TTAGCGTiXiC 

151 TGGTACTGTT GAGGGGACGA ATCAAGACAT TAGTCTTAAA TTTTTTGAAA 

201 TCGATCTAAC ATCACGACCT GCTCATGGAG GAAAGACAGA iGCAAGGCTTA 

251 AGTCCAAAAT CAAAACCATT TGCTACTGAT AGTGGCGCGA TGTCACATAA 

301 ACTTGAGAAA GCTGACTTAC TAAAGGCTAT TC?AAGAACAA 'TTGATCGCi'A 

351 ACGTCCACAG TAACGACGAC TACTTTGAGG TCATTGATTT TGCAAGCGAT 

401 GCAACCATTA CTGATCGAAA CGGCAAGGTC TACTTTGCTG ACAAAGATGG 

451 TTCGGTAACC TTGCCGACCC AACCTGTCCA AGAATrTTTG CTAAGCGGAC 

501 ATGTGCGCGT TAGACCATAT AAAGAAAAAC CAATACAAAA CCAAGCGAAA 

551 TCTGTTGATG TGGAATATAC TGTACAGTTr ACTCCCTTAA . ACCCTG ATGA 

601 CGATTTCAGA CCAGGTCTCA AAGATACTAA GCTATTGAAA ACACTAGCTA 

651 TCGGTGACAC CATCACATCT CAAGAATTAC TAGCTCAaGC ACAAAGCATT 

701 TTAAACAAAA ACCACCCAGG CTATACGATf TAT GAACGTG ACTCGTitAAT' 

751 CGTCACTCAT GACAATGACA TTTTCCGTAC GATTTTACCA ATGGATCAAG 

801 AGTTTACTTA CCGTGTTAAA AATCGGGAAC AAGCTTATAG GATGAATAAA 

851 AAATCTGGTC TGAATGAAGA AATAAACAAC ACTGACCTGA TCtCTGAGAA 

901 ATATTACGTC CTTAAAAAAG GGGAAAAGCC GTATGATCCC TTTGATCGCA 

951 GTCACTTGAA ACTGTTCACC ATCAAATACG TTGATGTCGA TACCAAGGAA 

1001 TTGCTAAAAA GTGAGCAGCT CTTAACAGCT AGCGAACGTA ACTTAGACTT 

1051 CAGAGATTTA TACGATCCTC GTGATAAGGC TAAACTACTC TACAACAATC 

1101 TCGATGCTTT TGGTATTATG GACTATACCT TAACTGGAAA AGTAGAGGAT 

1151 AATCACGATG ACACCAACCG TATCATAACC GTTTATATGG GCAAGCGACC 

1201 CGAAGGAGAG AATGCTAGCT ATCATTTAGC CTATGATAAA GATCGTTATA 

1251 CCGAAGAAGA ACGAGAAGTT TACAGCTACC TGCGTTATAC AGGGACACCT 

1301 ATACCTGATA ACCCTAACGA CAAATAA 
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10 




TTTCTTTAAC 


51 


CTACTaGaTC 


101 


TGGTACTGTT 


151 


TCGATCTAAC 


201 


AGTCCAAAAT 


251 


ACTTGAGAAA 


301 


ACGTCCACAG 


351 


GCAACCATTA 


401 


TTCGGTAACC 


451 


ATGTGCGCGT 


501 


TCTGTTGATG 


551 


CGATTTCAGA 


601 


TCGGTGACAC 


651 


TTAAACAAAA 


701 


CGTCACTCAT 


751 


AGTTTACTTA 


801 


AAATCTGGTC 


851 


ATATTACGTC 


901 


GTCACTTGAA 


951 


TTGCTAAAAA 


1001 


CAGAGA1 1 1A 


1051 


TCGATGCTTT 


1101 


AATCACGATG 


1151 


CGAAGGAGAG 


1201 


AGATTGTACC 


1251 


TATGTGGTCG 


1301 


AGATTGTACT 


1351 


GAAATAGATG 


1401 


ACCTGGAGCA 


1451 


AGGCAACGGC 


1501 


CCACATCGAG 




Fi F . 17b 



20 30 
TTTAAGAAGG AGATATACCA 
GTCCTTCTGT AAATAACaGC 
GAGGGGACGA ATCAAGACAT 
ATCACGACCT GCTCATGGAG 
CAAAACCATT TGCTACTGAT 
GCTGACTTAC TAAAGGCTAT 
TAACGACGAC TACTTTGAGG 
CTGATCGAAA CGGCAAGGTC 
TTGCCGACCC AACCTGTCCA 
TAGACCATAT AAAGAAAAAC 
TGGAATATAC TGTACAGTTT 
CCAGGTCTCA AAGATACTAA 
CATCACATCT CAAGAATTAC 
ACCACCCAGG CTATACGATT 
GACAATGACA TTTTCCGTAC 
CCGTGTTAAA AATCGGGAAC 
TGAATGAAGA AATAaACAAC 
CTTAAAAAAG gggaaaagcc 
actgttcacc atcaaatacg 
gtgagcagct cttaacagct 
tacgatcctc gtgataaggc 
tggtattatg gactatacct 
ACACCAACCG tatcataacc 

AATGCTAGCT ACCATTTAGC 

CATAGCTGAG AAGTGTTTTG 

GAGAAACGTG GGAGAAGCCC 

TGCCTGGGAG AAGGCAGCGG 

CAACGATCAG GACACAAGGA 

AGAAGGATAA TCGAGGAAAC 

CGAGGAGAGT GGAAGTGTGA 

CGGATCTGGC CCCTTCACCG 




;40. ., 50 

TGATAGCTGG TCCTGAATGG 

CAATTGGtTG TTAGCGTTGC 

TAGTCTTAAA TTTT7TGAAA 
GAAAGACAGA GCAAGGCfTA 

AGTGGCGCGA TGTCA^ATAA 

TCAAGAACAA ttgatcgcta 

TCATTGATTT TGCAAOCGAT 
TACTTTGOTG ACAAAGATGG 
AGAATTTTTG CTAAGGGGAC 
CAATACAAAA CC AAGCGAA A 
ACTCCCTTAA AdCCTGATGA 
GCTATTGAAA. ACACTAGETA 
TAGCTCAAGC ACAAAGCATT 
TATGAACC5TG ACTCCTCAAT 
GATTTTACCA ATGGATCAAG 
AAGC1TATAG GATCAATAAA 
ACTGACCTGA TCTCTGAGAA 
GTATGATCCC TTTGATCG.CA 
TTGATGTCGA TACCAACGAA 
AGCGAACGTA ACTTAGACTT 
TAaACTACTG tacaacaatc 

TAACTGGAAA AGTAGAGGAT 

GTTTATATGG GCAAGCGAGG 

TGGTGGTGGC CAGGCGCAAC 

ATCATGCTGC TGGGACTTCC 

TACCAAGGCT GGATGATGGT 

ACGCATCACT TGCACTTCTA 

CATCCTATAG AATTGGAGAC 

CTGCTCCAGT GCATCTTGCAC 

GAGGCACACC TCTGTGCAGA 

ATGTTCGTTA G 
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10 20 30 40 . 50 

GCAACCCCGC CAGCCTAGCC GGGTCCTCAA CGaCAGGAGC ACGaTCATGC 

51 GCACCCGTGG CCAGGACCCA acgctgcccg agatctcgat CCCGCGAAAT 

101 TAATACGACT CACTATAGGG AGACCACAAC GGTTTCCCTC TAGAAATAAT 

151 TTTGTTTAAC TTTAAGAAGG AGATaTACCA TGATTGCTGG acctgagtgg' 

20! CTGCTAGACC GTCCATCTGT CAACAACACC CAATTGCjTTG ttagcgttgc 

251 TGGTACTGTT GAGGGGACGA ATCAAGACAT TAGTCTTAAA in i ' lT GAAA 

301 TCGaTCTAAC atcacgacct GCTCATGGAG gaaagacaga gcaaggctta 

351 agtccaaaat caaaaccatt tgctactgat agtggcgcga tgtcacataa 

401 ACTTGAGAAA GCTGACrTAC TAAAGGCTAT tcaagaacaa ttgatcgcta 

451 ACGTCCACAG TAACGACGAC TACTTTGAGG TCATTGAtTT TGCMCjCGAT 

501 GCAACCATTA CTGATCGAAA CGGCAAGGTC TACTTTGCTG ACAAAGAiGG 

551 TTCGGTAACC TTGCCGACCC AACCTGTCCA AGAATTTTTG . CTAAGCdGAC 

601 ATGTGGGCGT TAGACCATAT AAAGAAAAAC CAATACAAAA' CCAAGCGAAA 

651 TCTGTTGATG TGGAATATAC TGTACAGTTT ACTCCCTTAA AGCCTGAtGA 

701 CGATTTCAGA CCAGGTCTCA AAGATACTAA GCTATTGAAA ACACTAGCTA 

751 TCGGTGACAC CATCACATCT CAAGAATTAC TAGCTCAAGC ACAAAGGATt 

801 TTAAACAAAA ACCACCCAGG CTATACGATT TATGAACGTG ACTCCTCAAT 

851 CGTCACTCAT GACAATGACA TTTTCCGTAC GATTTTACeA ATGGATCAAG 

901 AGTTTACTTA CCGTGTTAAA AATCGGGAAC AAGC7TATAG GATCAATAAA 

951 AAATCTGGTC TGAATGAAGA AATAAACAAC ACTGACCTGA TCTCTGAGAA 

J 001 ATATTACGTC CTTAAAAAAG GGGaAAAGCC GTATGATCGC TTTGATCGGA 

1051 GTCACTTGAA ACTGTTCACC ATCAAATACG 1TGATGTCQA TACGaAGGAA 

1101 TTGCTAAAAA GTGAGCAGCT CTTAACAGCT AGCGAACGIA ACTTAGACTT 

1151 CAGAGATTTA TACGATCCTC GTGATAAGGC TAAACTACTC TACAACAATC 

1201 TCGATGCTTT TGGTATTATG GACTATACCT TAACTGGAAA AGTAGAGGAT 

1251 AATCACGATG ACACCAACCG TATCATAACC GTTTATATQG GCAAGCGAGC 

1301 CGAAGGAGAG AATGCTAGCT ATCATTTAGC CGGTGGTGGT CAGGCGCAGC 

1351 AAATGGTTCA GCCCCAGTCC CCGGTGGCTG TCAGTCAAAG CAAGCCCGGT 

1401 TGTTATGACA ATGGAAAACA CTATCAGATA AATCAACAGT GGGAGCQGAC 

1451 CTACCTAGGT aatgtgttgg tttgtacttg ttatggagoa AGCCGAGGTT 

1501 TTAACTGCGA AAGTAAACCT GAAGCTGAAG AGACTTGCTT TGACAAGTAC 

1551 ACTGGGAACA CTTACCGAGT GGGTGACACT TATGAGCGTC CTAAAGaCTC 

1601 CATGATCTGG GACTGTACCT GCATCGGGGC TGGGCGAGGG AGAATAAGCT 

1651 GTACCATCTA A 
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1 TCGCTTCACG TTCGCTCGCG TATCGGTGAT TCATTCTGCt AAGCAGTAAG 

51 GCAACCCCGC CAGCCTAGCC GGGTCCTGAA CGACAGGAPC ACGATCATGC 

101 GCACCCGTGG CCAGGACCCA ACGCTGCCCG AGATCTCGAT CCCGCGAAAT 

151 TAATACGACT CACTATAGGG AGACCACAAC ggtttccctc tagaaataat 

201 TTTGTTTAAC TTTAAGAAGCi AGaTATACCA TGGTGCAAGC ACAACAGATT 

251 GTACCCATAG CTGAGAAGTG TTTTGATCAT GCTGCTGGGA CTTCCTATOT 

301 GGTCGGAGAA ACGTGGGAGA AGGCAGGGGA CGCATCACTTT GCaGTTCTAG 

351 AAATAGATGC AACGATCAGG ACACAAGOAC ATCCTATAGA ATTGGAQACA 

401 CCTGGAGCAA GAAGGATAAT CGAGGAAACC TGCTGCAGTG CATCTGCACA 

451 GGCAACGGCC GAGGAGAGTG GAAGTGTGAG AGGCACACCr GTGTGCAGAC 

501 CACATCGAGC GGATCTGGCC CCTTCACCGA TGTTCGTATT GGTGGACCfG 

551 AGTGGCTGCT AGACCGTCCA TCTGTCAACA ACAGCCAATT GGTTGTTAGC • 

601 GTTGCTGGTA CTGTTGAGGG GACGAATCAA GACATTAGTC TTAAA l ' lTl 1 ' 

651 TGAAATCGAT CTAACATCAC GACCTGCTCA TGGAGGAAAG ACAGAGCAAG 

701 GCTTAAGTCC AAAATCAAAA CCATTTGCTA CTGATAGTGG . CGCGATGTCA 

751 CATAAACTTG AGAAAGCTGA CTTACTAAAG GCTATTCAAG ' AACAATTGAT 

801 CGCTAACGTC CACAGTAACG ACGACTACTT TGAGGTCATT OaTTTTGCAA 

851 GCGATGCAAC CATTACTGAT CGAAACGGCA AGGTCTACTT TGCTGACAAA 

901 GATGGTTCGG TAACCTTGCC GACCCAACCT GTCCAAGAAT iTTTGCTAAG 

951 CGGACATGTG CGCGTTAGAC CATATAAAGA AAAACCAATA CAAAACCAAG 

1001 CGAAATCTGT TGATGTGGAA TAtACTGTAC AG1TTACTCC CTTAAACCCT 

1051 GATGACGATT TCAGACCAGG TCTCAAAGAT ACTAAGCTAT TGAAAACACT 

1101 AGCTATCGGT GACACCATCA CATCTCAAGA ATTACTAGCT CAAGCAGAAA 

1151 GCATTTTAAA CAAAAACCAC CCAGGCTATA CGATTTATGA ACGTGACTCC 

1201 TCAATCGTCA CTCATGACAA TGACATTTTC CGTACGATTT TACCAATGGA 

1251 TCAAGAGTTT ACTTACCGTG TTAAAAATCG GGAACAAGCT TATAGGATCA 

1301 ATAAAAAATC TGGTCTGAAT GAAGAAATAA ACAACACTGA CCtGATCTCT 

1351 GAGAAATATT ACGTCCTTAA AAAAGGGGAA AAGCCGTATG ATCCCTTTGA 

1401 TCGCAGTCAC TTGAAACTGT TCACCATCAA ATACGTTGAT GTCGAtACCA 

1451 ACGAATTGCT AAAAAGTGAG CAGCTCTTAA CAGCTAGCGA AGGTAACTTA 

1501 GACTTCAGAG AT TTAT ACGA TCCTCGTGAT AAGGCTAAAC TACTCTAGAA 

1551 CAATCTCGAT GCTTTTGGTA TTATGGACTA TACCTTAACT GGAAAAGTAG 

1601 AGGATAATCA CGATGACACC aaccgtatca TAACCGTTTA TATGGGCAAG 

1651 CGACCCGAAG GaGaGAATGC TAGCTATCAT TTAGCCTATG ATaAAGATCO 

1701 TTATACCGAA GAAGAACGAG AAGTTTACAG CTACCTGCGT TATACAGGGA 

1751 CACCTATACC TGATAACCCT AACGACAAAT AA 
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10 20 30 40 \ . . 50 . 

I CGAAGACCAT tcatgttgtt GCTCAGGTCG CAGACGTTTT ' GCAGCAGCAG 

51 tcgcttcacg ttcgctcgcg tatcggtgat tcattctgct aaccagtaag 

ioi gcaaccccgc cagcctagcc gggtcctcaa cgacaggagc; acgatgatgc 

151 GCACCCGTGG CCAGGACCCA ACGCTGCCCG AGATCTCGAT : CCCGCGAAAT 

201 TAATACGACT CACTATAGGG AGACCACAAC GGTTTCCCTC :/ TAGAAAT AAT 

251 TTTGTTTAAC TTTAAGAAGG AGATATACCA TGGTGCAAGC : ACAACAGATT 

301 GTACCCATAG CTGAGAAGTG TTTTGATCAT GCTGCTGGGA : CTTCCTATGT 

351 GGTCGGAGAA ACGTGGGAGA AGGCAGCGGA CGCATCACTT GCACtTCTAG 

401 AAATAGATGC AACGATCAGG ACACAAGGAC ATCCTATAGA ATTGGaGAGA 

451 CCTGGAGCAA GAAGGATAAT CGAGGAAACC TGCTCCAGTG : CATCTGCACA 

501 GGCAACGGCC GAGGAGAGTG GAAGTGTGAG AGGCACACCT CTGTGCAGAC 



GCTGGAGCTG 
GGTTGTTAGC 
1TAAATTTTT 



551 CACATCGAGC GGATCTGGCC CCTTCACCGA TGTTCGTATT 

601 AGTGGCTGCT AGACCGTCCA TCTGTCAACA ACAGCCAATT 

651 GTTGCTGGTA CTGTTGAGGG GACGAATCAA GACATTAGTC ; 

701 TGAAATCGAT CTAACATCAC GACCTGCTCA TGGAGGAAAG ACAGAGCAAG 

751 GCTTAAGTCC AAAATCAAAA CCATTTGCTA CTGATAGTGG : CGCGaTGTCA 

801 CATAAACTTG AGAAAGCTGA CTTACTAAAG GCTATTCAAG • AACAATTGAT 

851 CGCTAACGTC CACAGTAACG ACGACTACTT TGAGGTCATT . GATTTTCiCAA 

901 GCGATGCAAC CaTTACTGAT CGAAACGGCA AGCTCTACTT TGCTGACAAA 

951 GATGGTTCGG TAACCTTGCC GACCCAAGCT GTCCAAGAAT TTTTGCTAAG 

1001 CGGACATGTG CGCGTTAGAC CATATAAAGA A AAACCAATA • C AAAACGA AG 

1051 CGAAATCTGT TGATGTGGAA TATACTGTAC AGTTTACTCC C1TAAACCCT 

1101 GATGACGATT TCAGACCAGG TCTCAAAGAT ACTAAGCTAT' TGAAAACACt 

1151 AGC TATC GGT GACACCATCA CATCTCAAGA ATTACTAGCT CAAGCAGAAA 

1201 GCATTTTAAA caaaaaccac ccaggctata cgatttatga aggtgactcc 

1251 TCAATCGTCA CTCATGaCAA TGACATTTTC CGTACGATIT TACCAATGdA 

1301 TCAAGAGTTT ACTTACCGTG TTAAAAATCG GGAACAAGCT 1 TATAGGATCA 

1351 ATAAAAAATC TGGTCTGAAT GAAGAAATAA ACAACACTGA CCTGATCTCT 

1401 gagaaatatt acgtccttaa aaaaggggaa aagccgtatg: ATCCCTTTGA 

1451 TCGCAGTCAC TTGAAACTGT TCACCATCAA ATACGTTGAT GTCGATACCA 

1501 ACGAATTGCT AAAAAGTGAG CAGCTCTTAA CAGCTAGCGA ACGTAACTTA 

1551 GACTTCAGAG ATTTATACGA TCCTCGTGAT AAGGCTAAAC TACTCTACAA 

1601 CAATCTCGAT GCTTTTGGTA TTATGGACTA TACCTTAACT GGAAAAGTAG 

1651 AGGATAATCA CGATGACACC AACCGTATCA TAACCG7TTA !' TATGGGCAAG 

1701 CGACCCGAAG GAGAGAATGC TAGCTACGAT TTAGCTGGTG GTGGGCAGGC 

1751 GCAACAGATT GTACCCATAG CTGAGAAGTG TTTTGATCAT I GCTGGT0GQA 

1801 CTTCCTATGT GGTCGGAGAA ACGTGGGAGA AGCCCTACCA AOGCTOGATO 

1851 ATGGTAGATT GTACTTGCCT GGGAGAAGGC AGCGGACGCA TCACTTGCAC 

1901 1TCTAGAAAT AGATGCAACG ATCAGGACAC AAGGACATCG TATAGAATTG 

1951 GAGACACCTG GAGCAAGAAG GATAATCGAG GAAACCTGCT CCA.GTGCATC 

2001 TGCACAGGCA ACGGCCGAGG AGAGTGGrAAG TGTGAGAGGC ■■ ACAC.CTCTGT 

2051 GCAGACCACA TCGAGCGGAT CTGGCCCCTT CACCGATGTT CGTTAG 
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